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This spreadsheet lists genes that were commonly upregulated by PE and downregulated by miR-9 mimic and JQ1 using a 1.2-fold cutoff in either direction in Tab 1. Tab 2 contains the list of genes that were commonly downregulated by PE and rescued by both miR-9 mimic and JQ1, again using a 1.2-fold cutoff in either direction. Figure 3E ) Genes that were commonly regulated by miR-9 mimic and BET inhibition (JQ1) in NRVMs were analyzed for consensus pathway signatures using Max Plank Institute's ConsensusPathDB analysis tool. Analysis of genes that were upregulated with hypertrophic stimulus and corrected with miR-9 mimic and JQ1 is shown in columns A-C, and genes that were downregulated with hypertrophic stimulus and rescued with miR-9 mimic and JQ1 are shown in columns D-F. 
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